PROJECT RESUME

Cells of the human body experience DNA damage from both endogenous and exogenous sources everyday. One particularly deleterious form of DNA damage, the double strand break, can lead to mutations and translocations which can contribute to the establishment and progression of cancer. The chromatin protein H2AX plays a crucial role in the detection of DNA double strand breaks and the recruitment and retention of DNA repair factors. This research seeks to explore the protein abundance levels of the H2AX in both normal breast and breast tumour derived cell lines. Once the techniques are well established the abundance of H2AX will be investigated in breast cancer biobank samples. This project aims to provide useful benchmarks for H2AX abundance in tumour-derived tissue and to investigate the usefulness of H2AX expression and abundance as a biomarker for breast cancer subtypes.

